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* Next generation sequencing e
 Multiple protocols: RNA-seq, genome re- ol ,
sequencing, MIRA-seq, ChIP-seq, etc. G ey

RNA PolllMCF7 + E2

 Multiple diseases: cancers, drug addiction o
(in collaboration with Dr. Wolfgang Sadee)

 Multiple proteins of interest: TFs, hormone
receptors (ERa, AR), epigenetic markers
(e.g., H3K4me1l,2,3)

e Currently about 250 lanes (more than 7.3
billion reads or 300G bases)

* Microscopic images
* Brain development study (with Dr. Song-Hail@

Shi at SKCC)
e Tumor microenvironment study
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e Data

e Gene expression microarray data
e Clinical data
e Patient survival, treatment, outcome
* Next generation sequencing data
 RNA-seq data for different tissues
* Transcriptome, methylome, genome data for cell lines
e ChIP-seq data
e Genotype data
e For regulatory SNP discovery, correlating with gene expression (microarray or
RNA-seq) to discover cis- and trans- eQTLs
e Microscopic images — for algorithm development

* Resources
e NCBI - GEO, dbGap
e TCGA, SEER
e Google Scholar
e Professional network
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e Regulatory SNP discovery

e Cis- and trans- eQTL
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UCSC Genes Based on RefSeq, UniProt, GenBank, CCDS and Comparative Genomics
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MIAMI standard for microarray
Defined vocabulary for NGS data?
Ontology for microscopic image data?
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Flow Cell Data Results

A
® A u t(_ Run Folder Mame: | 100413_HWUISI-EASESR_0021_E1RYLAAKY _e r
II Experiment Type: |Single-end |
° P\,
sec Base Fairs: £l
L]

* Pro

‘ Hotes:

Done 4/19 2:50pm
BISF pipeline started on 4719 9:31am
® Data Ga pipeline done 4717 S:27pm
Ga pipeline started on 4/16 at PO1 11:49am

Ng

Results/Files 76
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run Lane Filename Organism |GroupMame| name [Labhiccession|SampleMame | Timestamp Y}
° |n IR in
100413 _HWUSI-
Lo - 1 100413 _5_1_1_gseq.t«t.gz Human Huang Lab  [endometrialp-37 1stin [YH-168 41952010 pl
EASEER_O0Z1_61 RYLAMLN
D Bu'ff‘ tumars
¢ M [ 1004713 _HWwWIS] IR in
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I 100413_HWISI- 1 100413 _5_1 L &% Hi H Lab d mt jal-37, 1st | H-168 44192010 Io
EASESR_0021_61RYLAAXX _s_1_export.txt.gz uman uang La endometrial {l-37, 15t In -
tumors
100413_HWLSI- 1 100413 51 Tt Hi H Lab MI:A mt ial-37, 15t YH-1682 4192010
EASESR_0021_61RYLAAXX _s_1_equence.txt.gz uman uang La endometrialfi-37, 151 In .
tumo s
10041 3_HWLUS| A
- ’ 1 100413 _s_1_sorted. txt.gz Human Huang Lab  [endometrialp-37 1stin [YH-168 d4/1972010
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EASESR_0021_61RYLAAXX _summaty. htm uman uang La :n ometrial f-37, 15t In -
Umars
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|j Flow Cell Request

Lane Properties
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Experiment ID

Project name

Sample name

Sample fccession

E]

MIR.A in endormetrial bormors

fH-163 | fH-169 | fH-170 YH-171 b

MIR.& in endornetrial burnors

MIF.A in endormetrial burnors

MIRA in endometrial burmors

I

YH-16%, 1st In WH-164, 1st In WH-170, 1st In YH-171, 1zt Im h
Experiment Hame | ||MIRA-zeq MIRA-s2q MIR.A-seq MIRA-z2g

(S

Lab {Rp only)

Sample {Rp only)

Organism

mRHA Seq Sample
{yesinoj

DescriptionfSpecial
Requests

Huang LablTirm Huang) Huang Labl(Tirm Huang) Huang Labl Tirmn Huang) Huarg Lab( Tim Huang) H
Hurnan V| " Hurnan V| Hurman V| Hurman V| H
Hurnan | Hurnan Hurnan Hurnan H

Application

Is Lane Control?
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Contact Info

Jaseph.Liu@aosurmcedu,29
2-5202,5th floor BRT

Jaseph.Liu@aosumc edu,29
2-5202,5th floor BRT

Jazeph.Liu@aosurmc edu,29
2-5202,5th floor BRT

Joseph, Liv@aosurncedu, 29
2-5202,5th floor BRT
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